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CTOGAGAATCLLAGTCTGLAGACLGCTCARTTGETCATAGALAGCTCTGEAGAATCLCAGTCTGLAGALLALTCAAT TRGT LA TAGACACTAGAGANT LLLGGT CTACAGALLGCT
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CGETCTGCAGGCCGETCAATTAGTCOTAGACAGET CTEGAGART CLLAGTCTACAGGLLACT CANTTGAET CATAGACACT GEAGAANT CLLGET CTALAGALLALT
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CTEGAGAATCCLAET CTACABGLLGT CAATTGET CATAGACAGET CTGEAGART CLLAGT CTACAGALLACTCAATTGET LA TAGACACT GGAGANT CLLGET CTGLAGGLLGLT
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CTGGAGAATCLCEETCTGLAGGCCALTCARTTGET CaTAGACAGET CTAGRGARTCLLAET CTACAGACCGCT CANTTGGTCETAGACACTGGAGART LLLGET CTALAGALLGCT
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CTAGAGAATCLLAET CTACAGALLGLTCAATTAGTCHTAGACAGLT CTEGAGANT CLLGET CTACAAALLALTUANT TAETCLETAGACAL CTEGAGAATCLLGETCTALAGALLGCT
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CTOGAGAATCLCGGT CTALAGGECGETCANTTGETCHTAGACAGCTCTGEAGAAT CLLGET CTGLAGGLLALT CARTTRETCETAGACACTGEAGAAT CLLGET CTGLAGALLATT
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