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Prof. Susan M Gasser (Friedrich Miescher Institute)

After nearly three years the MEXT Genome Modality network had its first meeting of all
associated PIs. There were two days of presentations and participants were highly interactive
and engaged in Q&A sessions. There is a great collaborative spirit and willingness to share
knowledge and technologies among the members of this consortium. The atmosphere was one
of sharing and mutual excitement. The quality of results presented was very high. These are all
good indicators that Genome Modalities will be a highly successful network. It was somewhat
surprising to see this high level of interaction because the network is made up of individuals from
a broad diversity of fields: mathematicians, physicists, modelers, and experimental molecular and
cell biologists are involved. Although they represent institutes across Japan, many already
collaborate. It is clear that following this retreat, there will be even more collaborations arising
within the network. The retreat served as a positive catalyst for stimulating new ideas, new
approaches and promoting further exchange among the labs. The topics addressed concern the
biophysical nature of chromatin folding, the molecules involved in chromosome pairing,
compaction and mitotic segregation, as well as the conceptual and mathematical modelling of
polymer behaviour. The functional aspects of genome organization were also handled in several
talks, including mechanisms of repair and gene expression. Several talks addressed misregulation
that leads to human diseases. The thematic is timely, highly relevant and the interdisciplinarity
of the consortium can be praised. Furthermore, the Genome Modality network is skill fully led by
a young woman professor, Tomoko Nishiyama of Nagoya University, and her dedicated leadership,
which has no hint of self-promotion or self-interest, is noteworthy. Her excellent leadership
should be praised and used as a model for future network organizers. Although finances may
have been limiting this time, it should be encouraged to have younger collaborators participate
in such retreats, and to have poster sessions and short “elevator pitch” talks (3 min each to
bring attention to their posters) in future meetings. Such retreats could take place with or without
the lab heads. Future network meetings might also include abstracts and talk titles, although it
is good to keep the administration level to a minimum. The important thing is that people get
together and talk about research problems, solutions and hypotheses. For this the Genome
modality retreat in Shuzenji can be highly praised. There was a high degree of engagement and
as there exist already exciting publications from the last 2 years of MEXT support, one can expect
original and novel results to come. There is no doubt that this network and the research it
promotes is internationally competitive.
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Prof. Frank Uhlmann (The Francis Crick Institute)

It was a delight to attend the Genome Modality meeting as an international advisor. After the
years of pandemic lockdown, the meeting was a treasured opportunity to personally re-connect
with the many outstanding researchers in this network. A vibrant atmosphere filled the three
days, as discoveries and ideas were exchanged. The participants presented their latest
unpublished results during the scientific sessions, followed by lively discussions. These discussions
continued during the social events including mealtimes, and even afterwards in the public hot
baths of the resort and in the night sessions. The Genome Modality network is centered on the
biophysical understanding of genome architecture, investigated by computational and molecular
approaches. The implications of genome architecture on chromosomal processes are then
explored by the various associated groups. Topics reach from genome stability to development,
from biotechnology to medicine. Together, this spread of subjects fostered plentiful connections
between the disciplines, resulting in a holistic overview of current genome biology. The quality of
the science presented was outstanding throughout. The event was hosted in the beautiful settings
of the Shuzenji mountains, with a clear morning view of the mighty Mt Fuji. This location made
everyone feel at ease and helped the meeting to become a great success. We thank the first
round of associated groups for their marvelous contributions and look forward to welcoming the
second set of groups, next year. Much remains to be learned about genome function; the Genome
Modality network is sure to make an important impact.
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REITODTNET,

AREOHR(C(E, FEREDIYU—2)L—L (BEE) H'HD, TORCEBOMTEENKRESNTNE
9, RZBICEBSNICFLE(E, CAD TV JORBEZT > L T#HREZD<D, 2UO-2TA(
BE LU CREZE C.EIR T 2GR LU TREZR UIREST 2 —EDTOTRAZZUVEY. £ailFEs,
FUWRMIOBEZ(C K> TRERN (CED CENLE<HDFET., NEDRIIREBHAIRGIALZET.
CNETICIRVEMIPCRRZEHE T E>NF (TS, CNUAEDELEHDEE A,

5 [3fEESEEFOR] SLKR—b

A01-2 5AZREA (FIRATF)

VEFE(2021)(F. &/ AT UT A BBOHF T, A2 SA > TEFORZITO> 2. SEEE. /0%
FUBTEREL [R8EETOIS AL BELU 15 LTS UT 1 1 O 3 DOFFEMERES KUFMZEHREIE
ANERT. ZTH=H (10/31~11/2) OREREFOREITDOEVNDEYITART MIEMEE TV
12UV ze BRRIEARIRDODD ALK DTV (BfRZEEDIEL) (CHD. SORA-RINKU EMFENDEBEMR. A
BRE & B EOBERANCHD. JOXFBTTRENS 66 &, £EEMTOTSLNS 284, '/ AT
ST 5E 14 @ASIL. ARORERZ LU CEmaiEntrz.

—HB(E 2 BT DOOMRERBN B5HARE!) OHhE. 12 FOOERRNMTON. BEZHH.
Night Session &R UZAFRIBEINITONC, LEEDOMBEIB &(C. FHOHDEEN RSN, /AT
ST H5E. WEEFYR— ROBRDIEHFDBN(CHE. DNA F /) F OB LU 007G T /)1 X
EVVD EIERIMOBNZIT o> 1. ZHB(E. 29 ffoOmRER RIS —FKEXN. =HBE(CIF 9 Oz
FERMTON. AL DT.

FI. 2 FHFOIOF A THEEDZEPARESNT > ETERN O EHHZRT. COXSRIRER
EFOREEMTCTEET&(@F. BFICED TRERRRE RO EDTIFRNES DM, SZIHRTEEICE
O CIHMATEDRATRAEDHRD 2 FHE(CTERON, BHF BFCKERE) (CEDTE. HAREFEDKRYE
PNAZSADZRICHBENTEZ. CORN, ENMUEAPHAIRDEFOE L ER TEREH(CRD
el EERDS, —AT. COROBRNTBICAMESNTORMN D IEEEH D B LR, AT
PHREADHHNREGEVN. 1> bOF TS a3 > SEBFENEBVNMINEN D 283 EH > Ik D2, FHED
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CTEGAGAATCLLGGTCTGLAGGCCACT CARTTGGT COTAGACAGCTCTEGAGAAT CLLGGTCTGLAGGLLACT CARTTGGT CGTAGACACTGGAGAAT CLLGGT CTGLAGALLGCT

I RIS DN THEFHNE L ULV
RERLTTRVEREI D&
& EWSHDANCHERNS ZIR
BLTESDZEE, MiIEsED
CENRETHD. UL L. ESE
i, BERDIEDZHEAENOETH
LWsDZE&EHEIT TOERI(E,

HBEEEZDOKDETAINBIEE
D, ROEEERBIDOEHICLD
RENTEE, CORDRREZ
BT REFDILV, HRIEAT S
HFRRENMNBO>TW ZEZRE

Do

RE(IC, ARZRE - HHFEL T
<EEoiRE WICHLER
DIEAEREARFOILRTEGFEH
FONREMEEEZUTLIEE D). RYY I ZESERIBESH U,

6 [SMC=—5+1>91 &L ik—hk

SMC meeting (CEIIL T NEHAFRM MREE (REPAF)

2022 £m 9 A 27-30 B. REI >« > /NS (CTHMNIZ SMC (Structural Maintenance of
Chromosomes) %> /\JBEEHDOEFFS (BF“SMC meeting”) ([CSMIULTELDFEUE, SMCHE
BREARBR TEEBRRAFTURELR D TV DIREMBE LR FTI. FHEEDT v MMIEARLAS
AR (BE 1) "EETDLDC. RFRTIE SMCESHDBEN(C [BE] ULIERPOMRTELSICK
DI\ALNILRFEREZRN 4 HEIGOILITSNE Uz, REEN S (FFA & FEEREDMICAELEE. B
ExaE. BSANERLCEMUELENS. ZNLSHCEERINSZ K DEARAARELNSINENTS
D, IDOEBRUZHFTEREERASIMBOZWBHAFER LD F U, JOF/KRTIHEFLE LFSN
TWLWBSHARDIAFEES SMC DB (C(FFREZES TETTLVRL (?) OMBLNERA.
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CTGGAGARTCLLGET CTGCAGGLLACT CARTTGGT CATAGACAGLTCTGGAGAAT CLLGGT CTGCAGALLACTCAATTGGT CATA P
ICLGCTCARGACAGGLLACT CART



T CTGCAGELCGETCARTTGGTCGTAGACACTGGAGAATCCLCGGTCTGLAGRCLGCT
AFTFRICDLTI(E.SMC ?Eé?ﬁt@’f%:@t
HEEZBASNNC T D edE L DAFTEN K
RENBBRERP—DFHRE. HI-C.
AlphaFold2. cryo-EM &L 7e#k4 T 0
JO2—Z2JIL5ERUTWZONERNT
Ufze =7, REEODEERF—T— RTdh
2 DNA ¥4 (CE8hZ B \ZIAFT (S LEERY A
R ARBEENEISHEAUS T UFT o ZF
BUTWIDDBLEBWET, Foo &%
2£TEIE—>>»a>F>3 >, SMC5/6
LD Jz SMC EBERDRFRIEIZ T TRRL,
RecN Y Wadjet. FANRZ ROBF(CHATEL
TUL\V/Z coalescin &EWL\DTz%1k7iR SMC &
EKICDWTORERMTONTWE U, -AEEE. 77—FT7I(CHB1FD Smc-ScpAB EEKRDIEE LN\ DZE
HOIE (?) OMFRABT THBERRZITOMSZVIEETHE U, F2D HP (C(F"The speaker list will

include experts in single molecule and polymer biophysics, structural biology, biochemistry and

All variants are dangerous
No recovery is anticipated

EREEPOFEE

disease modelling, as well as cell biologists working with diverse bacterial and eukaryotic model
systems.”"EEMNTH D BANAFTU CTODESMARITERNSND Z L(CZDDRLAZRLT
WEUH, ZODHBHRFDOUXTMENERTEE (CIRR TSEBREMRISBELZVERVET ., REICR
DEIH. EBiMEDR— bUTLK RSO EAEBOEFRREIEHE SR/ L4, BAELECCDG
ZED TELHEMLEBULEITERT,

Still SMC pandemic NERFRIE FrEalth GREZHAITAR)

RS AICEIE RS, FBMNSE SMC =—F+ > IN\DOSNHREZ LUET,

5[ED SMC =—F« > DIEREZFRE [Genome organization by SMC complexes] &H3KDI(C.
SMC EWVS9 ) \UBEESHRZRILIICREARS ) AOBEFRIEZZR I DB ERDFE L. RRXF—;
EEET 126 DEEMEDILITSN. o> EVDED 4 HETUZ,. BBKT 150 AOSMETHD.
TOFTFELRAEEL [P/ ([C—HU. FELEOZI 1T ZERITDDICE LD ERVEE
DZETY . TOHICIERZEMBINDNSDEAANIZITTRL, E(CI—OV/IDOESRTEEENTND
HAANEED. SMCAHFICHITDEARAARARBOERE DB EDL S ZDTERLUF UL F. A8
BEFRMEIR T —D—DE U TEZER, ALRREOFERZTDCREBLTEDFELR.
FBED)\ASA M FEREDEFBETT . FEHRAED 1997 FDOAZ TS UmXNS55L D E 25
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JAEEND T ET, MFHHICDOREEN SIERNIAREZ BESN D E(CIEFEEEEEITIAFTNTLH U,
FE(Z [SMC pandemic] fikfEHPDUEEE, 3 HEIC(E Kim Nasmyth 248D 2021 £ Biochemical
Society Centenary EMFEFEEN IO ADEDH | FENTHESNEUZ. FECBRU TIELRNREE
REA(C12D EBNEYD, REETHOMBZFE SN, WHTREORCERZIRMELUZ. ZORODAR
T4 F—7TF RXOY ;S ROGHERTHD/I\INATOEBRLLEE(CTAF—HEAABZL, BE
ZREUAEUR. BEE. NI T72ARLE U/ RiFROEZEZ/\WI(C. [Ceilidh (-1J—)]
EVWDSIFENDHRANRT RTKRED LD, #xTF« >/ VS KD William Earnshaw %% 558 (C#
WRDIEDMEDILITFSNE L.

FA\BEH(E [Chromosome structure] w3 2 ICTOERRIT IMEZE T, BN TIEZOHEINS
DOOXFUEREICHITDHHMECDNWTEL TEFE LU, ADMCEY T hYHY—1IBE, STEVIEF
ZEHFEITDIEFRRED b—TRRY—EH D SMC BEF(FHRD Y > )\ IBMRRZBR ITRSHAT
DHEUTBEO>TVWRERFEERFTT . AFMEFBEB CTIII TICT /) LAARICHSITDEDXI SRS
RIS ERMECTRUTWEIN &) ADEBDIZH (C(HMER DEAMN BRI EF R it/ B
EUTLWKHEROIE-RREES ES ERUTEFHUR.

REFRIZEDOEROER. BARTORMENRED T U, EILEILFEMRFTPIOIATE EATILFTREN A
—HFAHF—-TF, TOEEZTHBMAEL T ISMC pandemic] #FEFTL L D,

CT

(LER) BEAUTTRR S —38ED
BRFTI. (FER) Ceilidh OFkF
TY., aizOEEcEHDILITL
TIHFE A, Earnshaw Fe4EH
HUATDEFIBRAENNDD
CENTEENR,
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7 SMCZRENERL (€D 3)

SCTCAA

O>5 222 00— 2 EEn/ta A02-3 FEF EH

SMCHN\OBIT7ZU—DEREENTHS. TNSH 2 DORRDEEHK (O>F7>>> 08—
>) OEREFTHDZENONDETOREZIRDERDET,

HEFBEEO SMC 1 DIEGAFENT(E. Doug Koshland DAFREMNS 1993 & 12 AICRERINFLE
(Strunnikov et al., 1993), TMHXTIlE. SMC1HLEGDEICEBMEEEH DT LETHLTNS
DTIMN, GRREDMARDIES (CBND EWVWSHERETICEED TOFERA. —7A. FalzBEH XCAP-C &
XCAP-E W BEREHEICEAS 9D &xikS LIz 1994 £ (Hirano and Mitchison, 1994), SMC1
(& XCAP-C EUTULVEDT, CORFRT(E SMCL (FREBAREREICEANIRF THDIEEZISNTLEL
fzo TUTRICRERSNIZEONESFEERO SMC2 (Strunnikov et al., 1995)*, Zi(d XCAP-E ([CZD
<DTUMz, HFEREHTIVICRNIE, 1995 F3 AR CORBEIUTOESDTI (F : IREOHH
N59DE. SMC1 DAIEMITAREED TLET).

P B RS AL BLRE
SMC1 XCAP-C )
FEBIREER
SMC2 XCAP-E

TITTHEDI—ADEEE L TER T BDON Kim Nasmyth T, 1995 £ 12 B, BHTADHKRERH
BIUTEBR. R EIMMEE (CRAD IR FEFETELFNIIU—ZIM5 SMC ELFD 1 D%ZF
EUREVWDEELTINE LU, TOBRTEED SMC THINETE>ETDENFEFEATURN.
FEBEZDRMATI(E SMC OREZTER(CFHERTET TGN OZEFTTY ., HIFDT—FIR—X(C
(&. SMC1 & SMC2 ([CHIX.. SMC3 WKRATDELET & L TEFRESNTVELE CF : SN RS
DG ) LESINRESNBUFIDGE T ). LFEEDXDIC SMCL & SMC2 WREAREHEICES L TL
BEITNUE BDRIY—ZFTRONDZED(E SMC3 TIFRWA, ERAFHEAILE LT,

E@FZnEE, FEBE@EECHIILGD SMC3 DUO—Z>J%ZiaHTUVE LIz, XCAP-C & XCAP-E
B> SMC (il U TLDDOHM EWSEREICEKRZR > TLVEh 5T, B BEDT—FIN
—XIZEE4 D SMC (SMC4) HEEREHN. XCAP-C (& SMC1 Tl3#x< SMC4 ALY OT Tho el
EQHIBALET ., SMC2 & SMC4 DARFHAIZT>S>DIATELTHVTWS ETNIE. EOD
SMC1 & SMC3 DOART (FRIDEEEZE DL D TVDDT(FRVD. EVWDSTAFTI7NENATEET,
ITZBERDTILDZRTZDHVEFICANTZDON, 1996 FMDIH., T5(C SMC1 & SMC3 DT (FE
SCRID 2 DD U)\IBELFEELTVDZENDOMD, IRFEDE—2 > EMFEINTUVDIEBERDFTE
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MR TEFT, feBlE I>F7 22 >0mmX (Hirano et al., 1997) ZRKRIDNHS. ZDHE
2 DEERDIEERET ZED TLELZM,. 1997 £ 10 A. Koshland & Nasmyth D) L—Th Sii
HRAEDRIES (CEA T DBLFENEANHRE SNET (Guacdi et al., 1997; Michaelis et al., 1997).
TNZRWI DL DT, IITEDEACFENBITNA(CRoTZDEBEFE 7 ADZETUTE (Losada
et al.,, 1998)., 5L T. SMC1 DE—®HNS 5 F =R T, RIRDHEEZHI D 2 DD SMC EERD
FENASHCIRDTZDTY ., CNSOHMRZDH TEIETDIE, UTDRIICRDFET,

SRR HITIL HEEE BaEK
SMc4 XCAP-C ‘ B
REBREHE a>s>2>
SMC2 XCAP-E
SMC1 XSMC1 ‘
ARG B D RS Je—>>
SMC3 XSMC3

- HEEKREBETHO CRESNZEVWD E MIWETH BNEERETT ., T UIZERHEN
HUBRICE. BIZICHIRONTVWEBDEBELRF ENDTILOELFORRN D F <IEAHE L FEHIR
DOIECHITTRERRSNIZEVWDERENHDFI, A>T 22 (THWVTE 2D SMC BERZYHTE
{EZH(CETE L ClE&EDHEEDE SR E G ZBRE R U EWDSEKR T, IWEE5DEFEFIDD
FOBRITICEDTRELRBMZ UIZEVW DO TINERNET,

5 NN S D THIEDRIOKKZ e & Uies. SO UE—EDRENE< RIRDERMZRE TV
ETHBSCEFBRICE<HDDFIEEA. UL, BEORT—D—DRFZREEL TTDEFRMEZERD
TOWLKE RSO ECEEENTIFRDEE A

* ZIFNEEDTIFNEE
HEFEEE O SMC2 B D—8B(E. E(d 6 HFREADEENEREAS (ARS) (HACREDND. #HEERAD ORF & LT 1993 4
[CIRESTNTULVET (Shirahige et al., 1993), N ?. F—EEBHDEAI. ECHTRECENBDEIN.

SEK

Guacci, V., Koshland, D., and Strunnikov, A. (1997). A direct link between sister chromatid cohesion and chromosome
condensation revealed through the analysis of MCD1 in S. cerevisiae. Cell 91, 47-57.

Hirano, T., Kobayashi, R., and Hirano, M. (1997). Condensins, chromosome condensation protein complexes containing
XCAP-C, XCAP-E and a Xenopus homolog of the Drosophila Barren protein. Cell 89, 511-521.

Hirano, T., and Mitchison, T.J. (1994). A heterodimeric coiled-coil protein required for mitotic chromosome
condensation in vitro. Cell 79, 449-458. 10.1016/0092-8674(94)90254-2.

Losada, A., Hirano, M., and Hirano, T. (1998). Identification of Xenopus SMC protein complexes required for sister
chromatid cohesion. Genes Dev. 12, 1986-1997.

Michaelis, C., Ciosk, R., and Nasmyth, K. (1997). Cohesins: chromosomal proteins that prevent premature separation
of sister chromatids. Cell 91, 35-45.

Shirahige, K., Iwasaki, T., Rashid, M.B., Ogasawara, N., and Yoshikawa, H. (1993). Location and characterization of
autonomously replicating sequences from chromosome VI of Saccharomyces cerevisiae. Mol Cell Biol 13, 5043-5056.

16




AGAATCCLAGT CTGCAGGLCGCTCAATTGET CATAGACAGLTCTAGAGAAT CLLGGT CTGLAGGLLALT CAATTGGT CATAGACACTAGAGAAT CLLGGT CTGLAGALLALT
Strunnikov, A.V., Hogan, E., and Koshland, D. (1995). SMC2, a Saccharomyces cerevisiae gene essential for

chromosome segregation and condensation, defines a subgroup within the SMC family. Genes Dev. 9, 587-599.
Strunnikov, A.V., Larionoyv, V.L., and Koshland, D. (1993). SMC1: an essential yeast gene encoding a putative head-

rod-tail protein is required for nuclear division and defines a new ubiquitous protein family. J. Cell Biol. 123, 1635-1648.

[YBZRD$H3HhT1=]
(FHEARE  BERED - B8 - 2022 4 10 A 15 BiFE

8 [IhD=EE] (€D 3)

(7 RIXAH—=) IR GREBAZE)

G ) LEYUT A BHDT RNNA T —ZHHEETTEVWTWDIRERZONIIHBE ERLET . FEDU
AIC. BEREFRECHFNODNTEMU T+ —>D meeting THEIBRERZHEHTESNDAEILBFIEE
EC—HET DERZIAVZRT. SEY RI\AY—(CTHEBZ VIV O ENFE B A, 7 RN
Y- UTEENEDSMNEIEEN EUT, BEEEBEETE. Z<LORECIZ—IT/\A LAJLIRH
RO—ImZiDZEDNTEDIMEZESATIREXRLU T, RERHFHWCULTEDXRT . BH . BEKE.
»dEE. EUTEBROMILEABEROBERTEDEDHEEN. H°>. BRATIZII??? —DTFDF
FLEVWDSTEMDMO T, Uo<D, &C, SEIIFEDVNDZ LT, BLFLENS. [FAO=KEE] &
BUZ1— ALY \DEFRDTHIEN DD, BZRSETIREE L.

ITICZa—ALZP—DVol. 2. Vol. 3 THPEZEE. HPFH=ENBEUEL TIHFRNTHSS
nNEIN. BUARDOEGEN Y RIAF—-FTECERFNR 3 ANDEVNSTENTU-XZRET D
HHR(CIADIEE(CE L > EB LW EDLDSTY, UM, IWVESHTID=AFRVVMATALET, &
FHEC <BRVARZET [BUEORZEANZ] METHDELT. MESECSMSETLERWES
MNFT. ZOOM EEFWR. IBRZHEIeHD T EMTEEDIE. COMFENIIE LR feHSMNFEED
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¥

IR TIFWTERB A HIFEARKITIE, 30m?BEFHOETULL DN, [ZKW] DOFEFAFRE E VDR
RET. HRIARICLWZEULATUWEZ 30 EUEEOHLZZENUSBWHUET, e THE, BiTE
75cm BETIEE—ABIZD 90cm BEL e TLL DM, EZICT YR RILTFa1—THitme\ <D
BVWC EHEF1—TZ2HB<EEIFREIC—MN—W K<FEH. HARRIBRTHIE LU TLZBATZE(E).
AH(CBRED 2K 3FERT, ARETIZLTCVELENS., 5& 2> EEEREFTI N KD
ETHTHEENDTLES UL, BHRITREEZCEIG I IRTODRETEHDETAN, —BBL
WO EEDERZMAEEERTESTE UL, LHROETICADTZATTEEMEGRES DML SR4EEZ L
TUWAUPRRRWTUL DN, TE 1980 FRD [J\T)LDfEE] EEAZEIC < L TULZDIFTIA.
ZTARDITT, [NNTILDOERIE] > TRI??H W ERBLIZEET LR, 5. SHESRRERERZE
BALULSATAILEVSGDFERA. B<RDEEDTEZLDHAEFEKR. UHNERTISF—-O2I RS
D2 3>2DKB. HEWRIBIFIRVWEKBZIREI T D EMN. WENDSERDEBBRHTVRDONIKRFET
U5 (R). Fio. TDEEFFIARZ(CHUVRANMARZDHE—DADOC [Sfz] DKRDICHTER T
BBNT. HAIRIBHRNMEODD5L, [HRE&LDBEAL EVWOTEEFREDEVWSEEZ/EDTZD LT, &
B, RSELWVEWDN, ZBAREETESHDFELLEN. E=ZARDMDARE. FHE—HRENRERRK).
ETARE(ARDW - ). BRARZE(FIRER). BAARE( R EERR. MR). ELHARE(ERSR)S
BRI DT UL DN BERFIC. STEEZISNRNTIN, BEZEDHIT. ETERANLR
N5, MORBREDOFTETC S, BRDHRDIE, BOLEDI L, REREZELIZD &, ZHiF 1990 £
K. FLLZLDRZFOHRBITEBF(CIRDDE 40 BANTALE TH O LK. E=ARIDEHRA >/ (—(F
BFTIS, TOIREN 30 RREVWDIESET. TNEE=ZARCHDFEMFEZROE UTTAREREZE
MNIZBARBEREDRIS —THDELU. BN, Z<OERBDODA/IN\-N, EZREIFT. H#HFR(IC
RDHENDRDBIATRZ LIz & BNEARSEICTRILF—(CTHEHMTOZERWETIRDIRD &,
SPERY MNOZFICTDEERRD, FEENTIOISLZEL ZEBRL<IRAD T, PIDIIEG
MBS UMARICSIMURRL 2D L. EDVDESZ UEEFEROGN, EHhU<BnEEENET,
ZS5UT. 5. LWORBIAREEVWSHEBORS(EEDSH? HEFEOBTDIUIHE. FHISIRBEASE
<ERDO>TUVEIMNSERRICEEBNEEAN,. PR EE. AOHRET(E. BEEEED L& il
BHTHNTVWDELDICRBNET. BE53A. EHBPFTYIO05F 1202 3> LIEDRMIMEELIZD L
TBONH TR E (IO CENTD LD TI MBEDOREBIFENDS & BRDOKREEHDDT.
BRI (EMODMNFDDENIRD NG WD & &, 22 [RAPFTHEERN] AT THE. RHEICEKRN
mONC &G AEELRKERULELNS. BFEDZEDIVDZEMEFE D> TLVRVDTE}RLNESENE
9. EIRNEWVDDE. RECHBRWMESEZ L TLWBHE(ICE. RAFEDRSTEEREK>B DU,
RDIZNE BT, HEND TE > THEHTL. DT, B TEFEENE/R<IEDZPI £UTIE
AU [CBFRDVWMATR T — T (CEDBATES DM ZDOVDAMICHTRZESDH TLKH. EEDI&EIC
DEBDLDICBNEFT ., FERODYH—TVWISEELMIZRUTI LR, CNARH(CHULVVRERUE
9, KIKFBEDOEK(CEEZECLUTONEWOWWDEITE, BFIC(E. CARSEDRDTTLLVDAR?D TR
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SCEEHDL. TE. TNEFRADKIDIRBITRD PINEZR D ENELNFERA. EFESHESNIZERD
DEALEBRENRAE=ZARZEESNIMAF EVDIDE. ESUTEFRDIZENTERVNELD TR
UFET. BRENFARPLIRICRDEP DIz, AEICEEFRAT v IR EZB D U dIziE@N'd 0D
FRAGBERDINTILITMELNEEAN). DIURE. RE(CAKSEICNI>TE. Hb—iA
RS TIEEEEEE encourage SNTZEDT Uz, BNICIEES (Z1BEDOYIRNR S E & (SRR
<. BICWBLEITTRVWEREZRTDELWEIN, REDENZEEELVDDE. ZDXRDSRED
BRONELNFERA. CNEFERZINS. FREDEBOD>TEFRDIZLEDOTERR, TOABBDOEE
BOEERASENET . EVWDIDIFT, RO TUEVWEUD TOXSPRRARFE=RREN
SRIECTHRZIRD D CENTEEZ L. BRICEODTDFED—DE>IEEBO>TVET, £WWSZ
ET. EDEHBELBOTUF>ROSLAZRILIDIESBVNET., BAFTEVNWEWCLEEFELTEDS
EHONEDSTSTNELUEZ. REICRDFLLN. BROWFTOEKRDO—D(E, 5/ LAO=REEE
A g, RTISARARAFZEOIES ) AOREERNADEELOBEELNDSZETY . NER
HFITFINAMRDODE TEIESNTNDIHRETIT, SBREGABEZEL TEDLOERKRTDR
BZEFNEERBO>TVET., SBEBEDSELAUIBRELWZLET,

9 HA5HE

my ) LAESY )T o fEEEE
BERTE : 2023 F9AHA21H (K) ~9H23H (1)
BMEGFR : AMY O TIAILL (RDOT—F2)

m BAREYVREZ RS ) AEMYIEF DT O -T F400—-0>3vT
FEETE : 2023368 (H)
SR : A> S0 >
HP URL : https://genomebiophys.connpass.com/event/271796/

T OALEFSEIR

nEH
SR OFEILAFHREN. REPKE BEHARE S£YRIFBRICEESINELE.
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DOEIBRERZHETDCENTE, ASA>TEEUNDE, AFRERIOZRN,. SEEFRICRD>TU
<HIFEHETET., Z1—XALAY—(CDZFTFLTE. BTADOTERZRWLEHNS, X2 /\—DIFIRITIR
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